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SECTION A — (10 × 1 = 10 marks)

Answer any TEN questions.

1. Define Bioinformatics.

2. What is the contribution of Sanger Institute in Genome Projects?
3. Expand SCOP and BLAST.

4. What are Secondary databases?

5. Name any two nucleic acid databases.

6. Name the search tool developed by EMBL.

7. What is ENTREZ?

8. Mention the role of ‘BLOSUM’ in sequence analysis?

9. Differentiate Pharmacogenomics and Pharmacogenetics.

10. What is meant by ‘Sequence alignment’?

11. Mention the significance of homology modelling in drug designing.

12. What is ’Molecular docking’?

SECTION B — (4 × 5 = 20 marks)

Answer any FOUR questions.

13. What is PROSITE? Discuss its significance in the field of Biology.

14. Explain ‘FASTA’ as a significant format in similarity search.

15. Classify and explain the types of biological databases.

16. What are the contributions of NCBI to modern biology?

17. Explain Computer Aided Drug Design in drug discovery.

SECTION C — (3× 10 = 30 marks)

Answer any THREE questions.
18. Discuss the scope, aim and applications of Bioinformatics in the field of science

19. Describe the structure of the protein database ‘SWISS PROT’ with suitable illustrations.

20. Explain BLAST algorithm in multiple sequence analysis of nucleic acids.

21. Explain drug discovery pipe line in terms of pharmacogenomics.
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