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BASICS OF BIOINFORMATICS
Time : 3 hours
    Max. Marks : 60
SECTION A — (10 × 1 = 10 marks)

Answer any TEN questions.

1. Nucleotide.    

2. NCBI.                                                                     
3. Genome.  
                                                      

4. Primary database.
5. Searching Tools.
                                            

6. Nucleic acid database.
7. Sequence database.   
                             

8. SWISS-PROT.
9. PROSITE.
                      

10. BLAST Algorithm.
11. Drug Bank.       

12. Pharmacogenomics. 
SECTION B — (4 × 5 = 20 marks)
Answer any FOUR questions.

13. What is bioinformatics? Mention the uses of computational tools.

14. List the important DNA & RNA protein primary sequence database.

15. Explain in short various features of the PDB.

16. Explain the following secondary database: PROSITE.
17. Describe different BLAST programs.

SECTION C — (3× 10 = 30 marks)

Answer any THREE questions.
18. What are the important types of biological databases in the context of routine protein sequence analysis?

19. Describe briefly the following terms: 
a) EMBL, b) DNA, c) RNA, d) TrEMBL & e) PIR.

20. Describe the main features of FASTA.

21. Write about role of bioinformatics and pharmacogenomics in drug discovery and development process.
_________
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